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Summary
The Advanced Technology Institoie, Ine. (abbr, ATT) provides an excellent

scientific envirooment of computer software for genetic and protein engioccring
studies theough the Intcrnet. T this article we present an overview of a computer
system for DNA-protein sequence analysis génfe  that is developed by ATI in
collaborntton with RIKEN (The Instibute of Physical and Chemical Research) . Since
the system is congtructed on the UNIX workstation and designed wilh an efficient
ran-nmachioe interface in mind, users can easily operate it by using a poinling device
(mousc) and gain insight iate the relationship betwesn structure, fumetion and
propertics of biomolécules. Thiz articls surveys the system design and the major
applicatoin programs included in the system such as the prediction of the tertinry
strudture of protein.
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